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SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: GILLIES, Stephen D. 
LAN, Yan 
LO, Kin-Ming 

(ii) TITLE OF INVENTION: Heterodimeric Fusion Proteins Useful for 
Targeted Immune Therapy and General Immune Stimulation 

(iii) NUMBER OF SEQUENCES: 10 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Patent Administrator, Testa, Hurwitz & 

Thibeault, LLP 

(B) STREET: 125 High St. 

(C) CITY: Boston 

(D) STATE: MA 

(E) COUNTRY: USA 

(F) ZIP: 02110 

(v) COMPUTER READABLE FORM: 
\A (A) MEDIUM TYPE: Floppy disk 

9*\ (B) COMPUTER: IBM PC compatible 

J* J (C) OPERATING SYSTEM: PC -DOS /MS -DOS 

U (D) SOFTWARE: Patentln Release #1.0, Version #1.30 

I »f (vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 
fU (B) FILING DATE: 

t.h (C) CLASSIFICATION: 

W (viii) ATTORNEY/AGENT INFORMATION: 

3 (A) NAME: PITCHER, Edmund R. 

(B) REGISTRATION NUMBER: 27,829 

(C) REFERENCE/DOCKET NUMBER: GIL-002 
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p (ix) TELECOMMUNICATION INFORMATION: 

'11 (A) TELEPHONE: (617) 248-7000 

s ?: (B) fELEFAX: (617) 248-7100 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 
CCAGAAAGCA AGAGACCAGA G 21 



(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
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GGAGGGACCT CGAGTTTTAG GAAGCATTCA G 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 
CTCCGTCCTG TCTAGAGCAA GATGTGTC 



(2) INFORMATION FOR SEQ ID NO:4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4 
GCTTCTCGAG AACCTAACTG CAGGGCACAG 



(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 
CCTCTACTAA CATGTGTCAA TCACGCTACC TC 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 
CCCTCGAGTC AGGCGGAGCT CAGATAGCC 



(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 
CCGGGCAAGT CCA 
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(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
TATGGACTTG C 



(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
O CCGGGAAGAA ACCTCCCCGT GG . 

a 

JjJ (2) INFORMATION FOR SEQ ID NO: 10: 

yl 

F|J (i) SEQUENCE CHARACTERISTICS: 

s 7 ( A ) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 
f|l (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

r« 
o 



CCACGGGGAG GTTTCTTC 
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SEQUENCE LISTING 



<110> GILLIES, Stephen D 
LAN, Yan 
LO, Kin-Ming 

<120> Heterodimeric Fusion Proteins Useful for Targeted 
Immune Therapy and General Immune Stimulation 

<130> LEX-002C1 

<140> 
<141> 

<150> USSN 08/986,997 
<151> 1997-12-08 

<160> 10 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 1 

ccagaaagca agagaccaga g 

<210> 2 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 2 

ggagggacct cgagttttag gaagcattca g 

<210> 3 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 3 

ctccgtcctg tctagagcaa gatgtgtc 

<210> 4 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 4 

gcttctcgag aacctaactg cagggcacag 

<210> 5 
<211> 32 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 

Oligonucleotide 
<400> 5 

cctctactaa catgtgtcaa tcacgctacc tc 32 

<210> 6 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 6 

ccctcgagtc aggcggagct cagatagcc 29 

<210> 7 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
M <220> 

jp <223> Description of Artificial Sequence: Synthetic 

f »% Oligonucleotide 

O <400> 7 

If! ccgggcaagt cca 13 



l\i <210> 8 
Li <211> 11 
<212> DNA 

<213> Artificial Sequence 



S^i, <220> 

J 1 *! <223> Description of Artificial Sequence: Synthetic 
!*J Oligonucleotide 

it <400> 8 

E ? c tatggacttg c 11 

o 

5 , <210> 9 

?ss <211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 9 

ccgggaagaa acctccccgt gg 22 

<210> 10 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oligonucleotide 

<400> 10 

ccacggggag gtttcttc 18 
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